[Epidemiological surveillance of measles occurrence in Poland in 2006 by means of virological and molecular methods].
The availability of sensitive cell line for isolation of measles virus from clinical samples and establishment RT-PCR and molecular sequencing metods have allowed for rapid genetic characterization of wild-type strains of measles virus. This sequence information makes it possible to identify the source of wild-type viruses and differentiate between native and reported cases. The aim of this study was evaluation of virus isolation in cell culture in National Laboratory in Poland (Department of Virology in NIH), presentation of RT-PCR and molecular genotyping results performed in Regional Reference Laboratory in Berlin (Robert Koch Institut).